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tibility assay (MODS) format for diagnosis of TBM in our
hospital.
Methods: Four hundred and ten consecutive CSF samples
collected from 277 patients clinically suspected of TBM pre-
sented at the Hospital for Tropical Diseases, HCMC, between
December 2006 and October 2007 were tested by Ziehl-
Neelsen (ZN) smear, MODS, Mycobacterium growth indicator
tube (MGIT) and Lowenstein-Jensen (LJ) culture. One hun-
dred and sixty-eight samples were from patients already on
TB therapy for >1day and 32 samples were excluded due
to untraceable patient records. Two hundred and forty-two
samples from 226 newly presenting patients included in.
49.6% (n = 112/226) of patients were deemed to have TBM
by clinical diagnostic and microbiological criteria (excluding
MODS).
Results: Sensitivity by patient against clinical gold stan-
dard for ZN smear, MODS, MGIT and LJ were 26.3%, 55.9%,
66.9% and 58.5%, respectively. Speciﬁcity of all microbiolog-
ical techniques was 100%. Positive and negative predictive
values for MODS were 100% and 71.3%, respectively for
HIV infected patients and 100% and 69.8% for HIV negative
patients. The median time to positive was 7 days, signiﬁ-
cantly faster than MGIT at 16 days and LJ at 31 days.
Conclusions: We have shown MODS to be a sensitive, rapid
technique for the diagnosis of TBM in routine use.
doi:10.1016/j.ijid.2008.05.856
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Background: One of the commonest extrapulmonary site
for tuberculosis is genitourinary system. Deﬁnite diagno-
sis of tuberculosis is by urine acid fast staining or biopsy
specimen, which is time taking and thus the ﬁnal diagnosis
may be delayed. Though the IVU features are nonspe-
ciﬁc, presences of multiple patterns suggest tubercular
culture or biopsies for conﬁrmation there by possible
early initiation of treatment. Here is a retrospective study
to analyze the spectrum of imaging ﬁndings of tubercu-
losis affecting the kidney, ureter, bladder on excretory
urography.
Methods: The study was conducted retrospectively in
a teaching hospital between 2002 and 2006. Proven cases
of urinary tuberculosis with excretory urography were col-
lected. Total 50 IVU examinations were reviewed for various
imaging ﬁndings and three speciﬁc imaging patterns. Mul-
tiple ﬁndings were considered to be present when single
ﬁnding seen involving multiple sites or co-existing multiple
ﬁndings.
Results: Most common ﬁnding was hydrocalycosis,
hydronephrosis or hydroureter secondary to strictureseen in
36 cases out of 50, followed by parenchymal cavities and
irregular or moth eaten calyces 6 each, calciﬁcations and
scarring in 5 cases each, autonephrectomy in 4 cases and
thimble bladder in 12 IVU imaging. Multiple ﬁndings with
three imaging patterns are noted in 36 (72%) cases. Various
imaging pattern includes multiple stricture sites seen in 25
out of 50, a single stricture with one other imaging ﬁnding in
7 cases or autonephrectomy with one another ﬁndings other
than stricture seen in 4 cases.
Conclusion: Spectrum of imaging ﬁndings of urinary
tuberculosis was seen on IVU in our study. Although each
ﬁnding is nonspeciﬁc, suspicion of tubercular etiology should
be made when there are multiple ﬁndings with three imag-
ing pattern on excretory urography and tubercular culture
or biopsies should be suggested.
doi:10.1016/j.ijid.2008.05.857
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Introduction: The objective of this study was to detect
Mycobacterium tuberculosis complex and clinically relevant
four nontuberculous mycobacteria (M. avium, M. intracel-
lulare, M. malmoense and M. kansasii) directly with 23S
rRNA-ampliﬁcation based assay from patient specimens.
Materials and Method: Sputum and other extrapulmonary
cilinical specimens obtained from the selected patients who
admitted to our center with tuberculous symptoms as a
fatigue, slight fever, loss of appetite, unintended weight
loss, night sweating, coughing three or more weeks and
hemoptysis during January 2007- January 2008. Cilinical
specimens accepted from the only patients who were not
treated or treated less than 7 days with anti-tuberculous
drugs and who did not receive such a treatment within
the last 12 months. Existence of the RNA belongs to
the ﬁve mycobacteria species (Mycobacterium tuberculo-
sis complex, M. avium, M. intracellulare, M. malmoense
and M. kansasii) investigeted with reverse-hybridisation
method with three steps. Mycobacterial RNA isolation from
decontaminated sputum and other clinical specimens using
Magnetic Beads Capture technique(Magnet Separator ver-
sion 3 Hain Lifescience GmbH, Germany), ampliﬁcation
based on the Nucleic Acid Sequence Based Ampliﬁcation
technique (NASBA reaction) with thermal cycler (Bioer XP
Cycler, Japan) and ﬁnally the ampliﬁcation products are
selectively hybridized to the Geno Type Mycobacteria Direct
test stribs Ver 4.0 (Hain Lifescience GmbH, Germany) with
Auto-LiPA enstrument (Tecan ProﬁBlot T48, Austria). Five
different mycobacteria strains identiﬁed with only one
detection strib. All of the investigated samples with Geno
Type Mycobacteria Direct Test method were also stained
with EZN and examined withmicroscobically. All the patients
evaluated with symptoms, physical examination, osculta-
tion of the chest with stetescope, chest X-ray screening and
other laboratory ﬁndings(CBC, ESR, CRP).
Results: Of 144 patient specimens 58 were sputum (81%),
26 were pleural liquid (18%), 2 were cerebro spinal ﬂuid
(CSF) (1%) and mycobacteria strains were detected in 30
ones (21%).Of 30 detected mycobacteria strains 28 were
identiﬁed as Mycobacterium tuberculosis complex (93%) and
